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Abstract

Background: Teleost fish display widespread post-embryonic neurogenesis originating from many different
proliferative niches that are distributed along the brain axis. During the development of the central nervous system
(CNS) different cell types are produced in a strict temporal order from increasingly committed progenitors.
However, it is not known whether diverse neural stem and progenitor cell types with restricted potential or stem
cells with broad potential are maintained in the teleost fish brain.

Results: To study the diversity and output of neural stem and progenitor cell populations in the zebrafish brain the
cerebellum was used as a model brain region, because of its well-known architecture and development. Transgenic
zebrafish lines, in vivo imaging and molecular markers were used to follow and quantify how the proliferative
activity and output of cerebellar progenitor populations progress. This analysis revealed that the proliferative activity
and progenitor marker expression declines in juvenile zebrafish before they reach sexual maturity. Furthermore, this
correlated with the diminished repertoire of cell types produced in the adult. The stem and progenitor cells derived
from the upper rhombic lip were maintained into adulthood and they actively produced granule cells. Ventricular
zone derived progenitor cells were largely quiescent in the adult cerebellum and produced a very limited number
of glia and inhibitory inter-neurons. No Purkinje or Eurydendroid cells were produced in fish older than 3 months.
This suggests that cerebellar cell types are produced in a strict temporal order from distinct pools of increasingly
committed stem and progenitor cells.

Conclusions: Our results in the zebrafish cerebellum show that neural stem and progenitor cell types are specified
and they produce distinct cell lineages and sub-types of brain cells. We propose that only specific subtypes of brain
cells are continuously produced throughout life in the teleost fish brain. This implies that the post-embryonic
neurogenesis in fish is linked to the production of particular neurons involved in specific brain functions, rather
than to general, indeterminate growth of the CNS and all of its cell types.
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Background
During the development of the vertebrate central nervous
system (CNS) different cell types are produced in a strict
temporal order from increasingly committed progenitors.
Diverse cells with stem and progenitor potential have been
observed in vivo and in vitro in the post-embryonic brain
[1-4]. The heterogeneity and nature of neural stem cells
in vivo is poorly understood. For example, it is currently
debated whether neural stem cells in the rodent brain are
disposable or maintained indefinitely [5]. In addition, it is
unclear whether the stem and progenitor cells that persist
into adulthood retain the capacity to produce all the cell
types in the tissue or if only specific lineages of cells are
produced.
Teleost fish display widespread post-embryonic neuro-

genesis and undetermined brain growth throughout life
[6-14]. The widespread neurogenesis originates from
many different proliferative niches that are distributed
along the brain axis (Figure 1A). This makes teleost fish
an exciting model to study neuronal stem and progenitor
cell diversity. Different neural progenitor types based on
cellular morphology, molecular marker characteristics and
fibroblast growth factor (Fgf) signaling requirements are
found in the zebrafish brain, suggesting that different stem
and progenitor cell populations are retained into adult-
hood [15-21]. However, it is currently not known whe-
ther diverse neural stem and progenitor cell types with
Figure 1 Overview of the cerebellar architecture in zebrafish. (A) In th
distinct topological clusters along the whole rostro-caudal brain axis; (B) A sch
cerebellum. The cerebellum has a simple laminar three layered architecture c
cell layer (GL). The granule layer consists of excitatory granule cells and inhibit
Bergmann glia (G), and excitatory eurydendroid cells (E). The ML mainly consi
Neural progenitors are maintained in the dorsomedial part of the cerebellum
progenitors give rise to granule neurons in a distinct outside-in fashion. (1) Po
midline of the dorsal cerebellum. The progenitors give rise to rapidly migratin
After reaching the meninge the granule precursors migrate in ventrolateral d
midline and they are used as scaffolds during the initial dorsal migration of g
domains during development. The cerebellar cell types are generated from tw
rhombic lip (URL, green). The excitatory neurons are generated from the URL,
cerebellar cell types are produced in a strict temporal order from increasingly
neurons are produced early during development, while inhibitory interneuron
restricted potential or stem cells with broad potential are
maintained in the teleost fish brain.
The zebrafish cerebellum has a well-known architec-

ture, cell types and development (Figure 1A), making it
an excellent model region to study the diversity and out-
put of neural stem and progenitor cell populations.
[19,22-25]. The cerebellum contains relatively few cell
types with distinct morphological, molecular and physio-
logical characteristics (Figure 1B). The cerebellar neu-
rons can be divided into two major categories based on
their function as inhibitory or excitatory. The inhibitory
neurons use gamma-butyric acid (GABA) or glycin as
their main neurotransmitters, while the excitatory neu-
rons use glutamate. During mammalian development,
different cerebellar cell types are produced in a strict
temporal order from increasingly committed progenitors
(Figure 1C) [26]. Purkinje neurons and deep cerebellar
nuclei neurons are produced early during development,
while inhibitory interneurons, granule cells and glia are
produced late [27]. In all vertebrates studied, including
zebrafish, excitatory neurons are generated by progeni-
tors of the upper rhombic lip (URL), while inhibitory
neurons and glia are generated from progenitors in the
ventricular zone (VZ, Figure 1C) [25,27]. The principal
germinal zones of the zebrafish cerebellum have recently
been thoroughly studied with molecular marker analysis
and transgenic reporter lines labeling different progenitor
e adult zebrafish brain neural stem cells are abundant and distributed in
ematic coronal section showing the anatomy of the zebrafish
onsisting of a molecular layer (ML), Purkinje cell layer (PL) and a granule
ory Golgi neurons. The Purkinje cell layer contains Purkinje neurons (PN),
sts of nerve fibers and scattered inhibitory stellate cells. Boxed region.
around a remnant of the IVth ventricle (the cerebellar recessus, CR). The
larized neuroepithelial-like progenitors (green) are restricted to the
g granule precursors (dark green) that initially migrate dorsolaterally.
irection to the GL. (2) Radial glia (light blue) are found close to the
ranule precursors. C) Schematic view of the cerebellar progenitor
o germinal zones: the ventricular zone (VZ, orange) and the upper
while inhibitory neurons and glia are generated from the VZ. The
committed progenitors. Purkinje neurons and deep cerebellar nuclei
s, granule cells and glia are produced late.
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populations [19,22,23,25,28-31,42]. We have previously
shown that neuroepithelial-like progenitors in the zeb-
rafish cerebellum are maintained into adulthood in a dis-
tinct niche [19]. However, it is not known if diverse
cerebellar progenitor cell types remain active in the adult
cerebellum and how the cerebellar progenitor niche pro-
gresses from embryo to adult.
By taking advantage of transgenic zebrafish lines,

in vivo imaging and molecular markers to study the tem-
poral dynamics of cerebellar progenitor cell populations
and their output in the cerebellum of juvenile and adult
zebrafish, we show that distinct stem and progenitor cell
populations arise early during development. The prolifer-
ative activity and progenitor marker expression declines in
juvenile zebrafish before the fish reach sexual maturity
and this correlates with a diminished repertoire of cell
types produced in the adult. The stem and progenitor cells
derived from the URL are maintained into adulthood and
they actively produce granule cells. VZ derived progenitor
cells are largely quiescent in the adult cerebellum and
produce a very limited number of glia and inhibitory
inter-neurons. No Purkinje or Eurydendroid cells are
produced in fish older than 3 months. This suggests that
cerebellar cell types are generated in a strict temporal
order from distinct pools of increasingly committed stem
and progenitor cells.

Results
Nestin:egfp+ and Ptf1a:DsRed+ cell populations form
complementary abutting cell populations in the
cerebellar primordium
We performed a time course series from larval to adult
stages and quantified the proliferative activity of the dif-
ferent cerebellar stem and progenitor cell types using
transgenic reporter lines that label cerebellar progenitors
in the URL and VZ. The transcription factor Ptf1a is
expressed in VZ progenitors during cerebellar develop-
ment in vertebrates and is necessary for neurons to
adopt an inhibitory fate, thus, Ptf1a expression can be
used as a readout for VZ progenitor activity [32,33]. We
created a transgenic line in which a 5.5 kb 5’ fragment of
the Ptf1a promoter drives the expression of DsRed. The
expression pattern of DsRed in the Tg(−5.5Ptf1a:DsRed)
transgenic line (referred from here on as Ptf1a:DsRed) was
similar to the endogenous expression of Ptf1a in the VZ of
the hindbrain of zebrafish, in accordance with previous
reports (Figure 2A, [25,29]). The Tg(Olig2:egfp) transgenic
line (referred from here on as Olig2:egfp) was used to label
VZ progenitors that give rise to eurydendroid cells and
oligodendrocytes [23,25,34]. In agreement with previous
studies, the population of Ptf1a:DsRed expressing cells
was found to overlap with Olig2:egfp expressing cells in
the VZ of the zebrafish embryo (Figure 2B, [25]). The Tg
(Nestin:egfp) transgenic line (referred from here on as
Nestin:egfp), which labels neuroepithelial cells in the
neural tube during embryonic stages and later specific
progenitors in the brain [19], was used to follow neural
progenitors in the URL. During embryonic stages, Nestin:
egfp expression was widespread in the neural tube, but
later in the cerebellar primordium (>48 hpf) the expre-
ssion was restricted to the progenitors of the URL: The
Nestin:egfp+ cells were distinct from the Ptf1a:DsRed+
cells in the VZ (Figure 2C). In larval fish at five days
post-fertilization, the Nestin:egfp+ and Ptf1a:DsRed+ cells
formed two distinct and complementary abutting cell pop-
ulations in the URL and VZ, respectively (Figure 2D).

The proliferative activity of the URL is maintained into
adulthood
To determine if progenitors in the URL and VZ maintain
their proliferative activity beyond larval stages, we per-
formed a quantitative co-localization study using the trans-
genic lines and the cell proliferation marker proliferating
cell nuclear antigen (PCNA) in juvenile fish (1 month),
young adults (3 months) and adult fish (6, 14 and
22 months). Nestin:egfp+ progenitors were maintained in a
distinct niche in the dorsomedial cerebellum from larval
stages to the adult (yellow arrow, Figure 3A). Co-
localization of Nestin:egfp+ cells and PCNA+ showed that
the majority of the Nestin:egfp+ cells were proliferating
(>95%, n = 5, Figure 3B). The number of PCNA+ and
Nestin:egfp+ progenitors showed a significant decline in
number in the transition from juvenile to adult fish
(Figure 4). However, a notable proliferative activity of
Nestin:egfp+ progenitors was still detected in the adult and
aging cerebellum (P <0.001, n = 5, Figure 4).

Loss of proliferative activity of VZ progenitors takes place
from the juvenile to adult stages
In juvenile fish the Ptf1a:DsRed+ and Olig2:egfp+ progeni-
tors continued to proliferate along the VZ of the IVth

ventricle (Figure 3D). The highest density of proliferating
Ptf1a:DsRed+ and Olig2:egfp+ cells were found in the pos-
terior part of the cerebellum, at the interface to the caudal
lobe (Figure 3G). In two- and four-week-old juveniles, co-
horts of Ptf1a:DsRed+ and Olig2:egfp+ cells appeared to
delaminate from the ventricular surface of the VZ into the
cerebellar parenchyma (Figure 3D,E). Proportionally, most
of the proliferating PCNA+ and Ptf1a:DsRed+ or Olig2:
egfp+ cells were found at the ventricle (Figure 4). The pro-
liferative activity of Ptf1a:DsRed+ and Olig2:egfp+ progeni-
tors diminished significantly with age, and proliferating
Ptf1a:DsRed+ or Olig2:egfp+ cells were almost absent in
the adult cerebellum (P <0.001, Figure 4). In particular,
the proliferative activity of Ptf1a:DsRed+ and Olig2:egfp+
cells declined within the VZ. In juvenile and young fish,
the majority of the Ptf1a:DsRed+ cells at the ventricle pro-
liferated, in contrast to adult fish, where most of the Ptf1a:



Figure 2 Distinct cerebellar progenitor populations are established early in the embryo. (A) Expression of ptf1a, DsRed (mRNA) and DsRed
(protein) in developing and juvenile Ptf1a:DsRed transgenic fish. Ptf1a, DsRed and DsRed show similar expression patterns; (B) In vivo expression of
DsRed and Egfp in the embryonic and juvenile Ptf1a:DsRed and Olig2:egfp transgenic fish. Overlapping Egfp and DsRed expression is seen in the
VZ of the cerebellar primordium; (C) Nestin:egfp+ (green) and Ptf1a:DsRed+ (red) progenitors in the cerebellar primordium. The Nestin:egfp labels
cells in the URL, while Ptf1a:DsRed line labels cells in the VZ. Two days post-fertilization Nestin:egfp+ and Ptf1a:DsRed+ cells form distinct
populations in the URL and VZ of the cerebellar primordium; (D) A dorsal overview of Nestin:egfp+ (green) and Ptf1a:DsRed+ (red) progenitors in
the hindbrain of a 5-day-old larval zebrafish. Two distinct progenitor domains are visible in the cerebellum (the junction is indicated with an
arrow). Ptf1a:DsRed+ cells localize along the ventricular zone of the IVth ventricle (the VZ domain is labeled with a hatched orange line), while
Nestin:egfp+ cells localize in the URL (hatched green line). MHB: Mid-hindbrain boundary; LRL: Lower rhombic lip.
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DsRed+ expressing cells were quiescent (Figure 4). The
proliferative quiescence was accompanied by changes in
morphology from a radial to a multipolar and flat epithe-
lial morphology (see below). A small subpopulation of the
Ptf1a:DsRed+ and Olig2:egfp+ cells continued to prolife-
rate in the cerebellar parenchyma of juvenile and young
fish (Figure 3C) but in the adult parenchymal cell prolife-
ration was almost absent (Figure 3A).

Nestin:egfp, Ptf1a:DsRed and Olig2:egfp expressing
progenitors give rise to distinct lineages of cells in the
cerebellum
The PCNA-, Ptf1a:DsRed+ and Olig2:egfp+ cells in the par-
enchyma displayed morphologies of differentiating neurons
and glia (Figure 5). Next we examined if PCNA- and
Nestin:egfp+, Ptf1a:DsRed+ or Olig2:egfp+ cells co-localized
with glial and neuronal markers. Egfp protein persists in
zebrafish tissue for at least 24 hours while DsRed persists
for days, therefore, they can be used to transiently follow
cell fates. γ-aminobutyric acid (GABA) was used to iden-
tify all inhibitory neurons, while parvalbumin (PV) and
ZebrinII (ZII) were used to label Purkinje cells. In juvenile
zebrafish the Ptf1a:DsRed+ cells co-localized with GABA,
PV and ZII (Figure 5A). In general, very few Ptf1a:DsRed+
cells were found in the parenchyma of young and adult
fish and the majority of the PCNA-/Ptf1a:DsRed+ cells
displayed morphological characteristics and marker expres-
sion typical of differentiating neurons and glia (Figure 5B,C,



Figure 3 Proliferative activity of cerebellar progenitors diminishes during juvenile stages. (A) Confocal maximum projection of cerebellar
cross sections at a similar level of juvenile, young and adult cerebellum. Proliferating cells are labeled with proliferating cell nuclear antigen
(PCNA) in blue. Nestin:egfp+ cells are green, Ptf1a:DsRed+ cells are red and the general tissue morphology is depicted with DAPI staining in grey.
Yellow arrows depict the distinct niche in the URL where proliferating Nestin:egfp+/PCNA+ progenitors are located. White arrows depict Ptf1a:
DsRed+ cells that localize to the ventral part of the IVth ventricle and to the cerebellar parenchyma. The majority of the parenchymal Ptf1a:DsRed+
cells are PCNA- while most of the Ptf1a:DsRed+ cells at the VZ close to the ventricle are PCNA+. (B-C) High magnification single confocal planes
of the boxed areas in A. (B) A proliferating Ptf1a:DsRed+ /PCNA+ progenitor at the IVth ventricle (white arrow) and many proliferating Nestin:egfp
+/PCNA+ cells in the URL (yellow arrow); (C) A proliferating Ptf1a:DsRed+ cell in the cerebellar parenchyma (white arrow); (D) Confocal maximum
projections of juvenile and adult cerebellar cross sections showing a decline in VZ progenitor activity. (E) High magnification of boxed area in D.
Proliferating Ptf1a:DsRed+ (red) and Olig2:egfp+ (green) cells are found in VZ and the cerebellar parenchyma in a two-week-old juvenile fish. Note
the absence of Ptf1a:DsRed+ and Olig2:egfp+ cells among the PCNA+ cells in the URL. The white arrow depicts the Ptf1a:DsRed+ and Olig2:egfp
+cells laminating from the ventricular surface into the parenchyma; (F) Ptf1a:DsRed+ cells adjacent to proliferating PCNA+ cells in a one-month
-old fish; (G) Proliferating Ptf1a:DsRed+ and Olig2:egfp+ in the VZ of the fourth ventricle (arrow) in a one-month-old fish. The white arrow shows
the Ptf1a:DsRed+ and Olig2:egfp+ cells laminating from the ventricular surface into the parenchyma.
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Figure 4 Quantification of the proliferative activity of cerebellar progenitors. The number of proliferating Nestin:egfp+ progenitors are
significantly reduced during juvenile stages but notable progenitor activity is still detected in the adult and aging brain (P <0.001, n = 5). A
significant loss of the proliferative activity of Ptf1a:DsRed+ and Olig2:egfp+ cells takes place during juvenile stage and the activity is almost
exhausted in the adult (Ptf1a:DsRed: P <0.001, n = 7; Olig2:egfp: P <0.001, n = 5). The proliferating Olig2:egfp cells show a similar decline in the
proliferative activity at the ventricle and in the brain parenchyma as the Ptf1a:DsRed+ cells.
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Figure 6E). In young and adult zebrafish of the Ptf1a:
DsRed+ cells co-localized with the neuronal markers HU
C/D and GABA (Figure 5D,E). In the adult, we did not de-
tect any Ptf1a:DsRed+ cells with large somas and den-
drites characteristic for Purkinje cells (Figure 5B,C). In
rodents the progenitors for cerebellar inhibitory interneu-
rons can be distinguished by their expression of Pax2 and
in the mature cerebellum Pax2 is expressed by Golgi
neurons [35,36]. In agreement with this, we detected ex-
tensive co-labeling of the Ptf1a:DsRed+ cells with Pax2 in
the juvenile zebrafish (Figure 5F). In the adult cerebellum
Pax2+/PV- putative Golgi cells were detected in the PL
and GL (Figure 5G). The majority of Olig2:egfp+ cells in
juveniles and adult were in the PL and co-localized with
the pan-neuronal marker HU C/D (elavl3, Figure 5A).
This is in agreement with previous studies that have iden-
tified these cells as eurydendroid cells [23,34].
The morphology of Ptf1a:DsRed+ cells at the ventricle

changed in morphology from radial in juvenile fish to
multipolar and flat epithelial morphology in young
and adult zebrafish (Figure 6A-D). The morphological
change correlated with the proliferative quiescence and
the expression of ependymal and glial markers GFAP
and s100β (Figure 6C,D). In addition, Ptf1a:DsRed+ and
Nestin:egfp+ Bergmann glia was detected in the cerebel-
lar parenchyma and laterally in the progenitor niche
(Figure 6E,F). Interestingly, rare proliferating Ptf1a:
DsRed+ cells were also seen lateral to the progenitor
niche (Figure 6C).
We have previously shown that Nestin:egfp+ cells in

the adult cerebellum express granule cell markers such
as NeuroD1, Pax6+, reelin and Zic1,3 [19]. In agreement
with this, Nestin:egfp+ cells in the juvenile cerebellum
expressed NeuroD1 but did not co-localize with PV+
cells, suggesting that Nestin:egfp primarily labels granule
cell progenitors (Figure 6G-H). The transcription factor
Atonal1 is required for the genesis of granule cells [37].
Given that Nestin:egfp labels granule cell progenitors in
the cerebellum it was puzzling that we previously did
not detect expression of the zebrafish Atonal1 paralogs
Atoh1a and Atoh1b in the Nestin:egfp granule progeni-
tors of adult fish [19]. Recently a third Atoh1 paralog,
Atoh1c, was identified and found to be expressed in the
zebrafish cerebellum [25,31]. In situ hybridization of
Atoh1c in the Nestin:egfp transgenic line showed that
Atoh1c was expressed in Nestin:egfp+ cells within the
progenitor niche of the juvenile cerebellum (Figure 6I).
The Atoh1c expression in the adult zebrafish cerebellum
was very low.

Not all cerebellar cell types are homeostatically produced
throughout life in zebrafish
Our analysis of proliferative active progenitor types and
marker expression suggested that mainly granule cells,



Figure 5 Cerebellar progenitors gives rise to distinct cell lineages. (A) Co-localization (arrow) of Ptf1a:DsRed (blue) and GABA, PV or ZII
(green) in inhibitory neurons in the cerebellum of a 5-day-old larvae; (B,C) Ptf1a:DsRed+ cells showing morphologies of differentiating stellate and
Golgi neurons; (D) A PV- (red) Ptf1a:DsRed+ (green) and HU C/D+ (blue) stellate cell in the ML; (E) Co-localization (arrows) of Ptf1a:DsRed (blue)
and GABA (red) cells in the cerebellum of a 1-month-old juvenile zebrafish; (F) Cross section of the juvenile cerebellum showing abundant co-
localization (white arrow) of Ptf1a:DsRed (red) and Pax2 (green); (G) Overview of a cross section of the adult cerebellum showing Pax2 (green)
labeled Golgi neurons in the GL and PL. Purkinje neurons in the PL are labeled with parvalbumin (red); (H) Co-localization (arrow) of Olig2:egfp
(green) and HU C/D (blue) cell in the PL of an adult zebrafish.
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inter-neurons and Bergmann glia are produced in juven-
ile and adult fish. To examine what cerebellar cell types
are produced at different ages, we carried out BrdU
pulse chase experiments and quantifications using cellu-
lar markers. During early cerebellar development in
chick and rodents, Purkinje cells are produced during a
relatively short time window. We first quantified the
total number of the parvalbumin+ Purkinje cells in the
whole cerebellum of 7- and 14-day-old larval zebrafish.
The total number of parvalbumin+ cells in the cerebel-
lum doubled between 7 and 14 days post-fertilization,
showing that Purkinje cells were produced during larval
stages (Figure 7A). This suggested that diverse cerebellar
cell types were produced in juvenile zebrafish. Next, we
performed a series of BrdU pulse-chase experiments in
zebrafish of different ages (1, 3 and 6 months, Figure 7B).



Figure 6 Morphology of Ptf1a:DsRed cells in the VZ. (A) High magnification of a ventricularly located Ptf1a:DsRed+ cell with radial
morphology in a juvenile zebrafish; (B) A Ptf1a:DsRed+ cell (red) with a radial morphology located at the ventricle, ventral to the Nestin:egfp+ cells
(green) in the URL. Ventricle and apical junctions are outlined with ZO-1 (blue); (C) Ptf1a:DsRed+ and gfap:egfp+ cells (green) at the ventricle of
the VZ. Proliferating cells in the progenitor niche are labeled with PCNA (blue) and glia are labeled by gfap:egfp (green). The white arrow depicts
a proliferating Ptf1a:DsRed+and PCNA+ cell located lateral to the PCNA+ cells in the URL. The yellow arrow depict a horizontally oriented Ptf1a:
DsRed+ and gfap:egfp+ cell at the ventricle; (D) Flat horizontally oriented s100β+ cells (red) are lining the VZ of the progenitor niche in adult
zebrafish. The ventricle is outlined with the junctional marker ZO-1 (blue); (E) A Ptf1a:DsRed+ Bergmann glia in the adult cerebellum; (F) A Ptf1a:
DsRed+ and Nestin:egfp+ Bergmann glia lateral to the progenitor niche (arrow); (G) Co-localization (arrows) of Nestin:egfp (blue) and NeuroD1
(green) in the cerebellum of a 5 day old larvae; (H) No overlap between Nestin:egfp (green, white arrow) cells and PV+ cells (blue, yellow arrow) is
seen in the cerebellum of a 5-day-old larvae; (I) Overlapping expression of Atoh1c and Nestin:egfp in the URL. C: Cerebellum, GL: Granule cell layer,
URL: Upper rhombic lip, VZ: Ventricular zone.
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The zebrafish were given extensive consecutive pulses of
BrdU (5 × 14 hours) by immersion. After four weeks of
chase time, we performed a quantitative co-localization
study with BrdU and cellular markers to identify which
cell types had been produced. GABA was used to iden-
tify all inhibitory neurons, while parvalbumin, ZII and
Pax2 were used to label Purkinje and Golgi neurons, re-
spectively. S100β labeling identified Bergmann glia, and
granule cells were identified based on their location,
expression of Pax6, and the lack of glial and inhibitory
neuron marker expression. The BrdU pulse chase exper-
iments showed that different inhibitory BrdU+/GABA+
cell types were produced in the juvenile fish. In one
month old zebrafish the majority of the BrdU+/GABA+
cells were positive for the Purkinje cell markers PV and
ZII (Figure 7C, Figure 8A-F). The BrdU+ cells negative
for PV or ZII co-localized with the Golgi cell marker
Pax2 (Figure 8E). Quantification of BrdU+/GABA+ and
BrdU+/PV+ cells showed a significant decline in the
genesis of inhibitory neurons in the 3- and 6-month-old
fish (P <0.001, Figure 1). Altogether, only a low number
of inhibitory neurons and glia were produced in the adult
zebrafish brain (<10 cells of respective cell type/brain, n =
5). Interestingly, no BrdU+ and PV+ or ZII+ Purkinje cells
were detected in the adult cerebellum, suggesting that no
or very few Purkinje cells were produced in the sexually
mature zebrafish (Figure 8I). Eurydendroid cells in the PL
were identified by using the Olig2:egfp transgenic line that
labels eurydendroid cells and oligodendrocytes in the
adult zebrafish cerebellum [23,34]. We detected a few
proliferating PCNA+/Olig2:egfp+ cells in the cerebellar
parenchyma (Figure 8G). Further, we detected very few
BrdU+/Olig2:egfp+ cells in the parenchyma six weeks after
the last BrdU pulse (Figure 8H). We did not identify any
BrdU+/HU C-D+/Olig2:egfp+ cells showing that very few
or no eurydendroid cells were produced in adult zebrafish



Figure 7 Generation of cerebellar cell types over time. (A) Quantification of parvalbumin immunopositive cells in the cerebellum of 7- and
14-day-old juvenile zebrafish shows a significant increase of PV+ cells in the cerebellum between 7- and 14-day-old zebrafish (P = 0.0003, n = 4).
The pictures show a top view of the cerebellum and PV + cells; (B) An overview of the BrdU pulse chase experiments. To maximize the labeling
of dividing cells the zebrafish were given five consecutive 14 hour pulses of BrdU. The fish were euthanized four weeks after the last BrdU pulse;
(C) Confocal maximum projections of juvenile and adult cerebellar cross sections showing a notable production of cells in the juvenile and adult
zebrafish cerebellum. PV+ Purkinje cells (red) and their processes are seen in in the PL. Scattered s100β+ glia (blue) are seen in the PL and ML. In
the juvenile fish high numbers of BrdU+ cells (green) are found both in the GL (orange arrows) and PL (white and yellow arrows). In the adult
cerebellum BrdU+ cells are confined to the GL (orange arrows); (D) High magnification of a single confocal plane of the boxed area in C showing
a s100β+ glia co-localizing with BrdU (white arrow) and a PV+ Purkinje neuron co-localizing with BrdU (yellow arrow) in a juvenile zebrafish;
(E) High magnification maximum projection of the boxed area in C showing s100β+ Bergmann glia lateral to the URL progenitor niche (yellow
hatched line) co-localizing with BrdU (white arrows); (F) High magnification of BrdU+ and Pax6+ granule cells (white arrows) in the GL.
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(n = 5). A considerable number of granule cells were
produced in both the juvenile and the adult zebrafish cere-
bellum (Figure 7C,F). However, there was a significant
decline in the number of granule cells produced during the
transition from juvenile to adult (Figure 8I). BrdU+/S100β+
Bergmann glia were detected after BrdU chasing in the PL
and ML. In particular, BrdU+/S100β+ cells were localized
in a row of cells lateral to the progenitor niche (Figure 7E).
The production of Bergmann glia lateral to the progenitor
niche was supported by the observation of proliferating and
differentiating Nestin:egfp+/Ptf1a:DsRed+ cells in this loca-
tion (Figure 6C,F). Quantification of BrdU+/S100β+ cells
showed that there was a significant decline in the genesis of
Bergmann glia in the adult brain (P <0.001, Figure 8I).

Discussion
In contrast to mammals, teleost fish display widespread
post-embryonic neurogenesis and net brain growth
throughout life. We wanted to address if diverse neural
stem and progenitor types remain active throughout life
in teleost fish and if all major cell types are generated.
We followed how the cerebellar stem and progenitor cell
populations progress from the embryo to adult. In agree-
ment with previous studies, we show that distinct neural



Figure 8 Generation of different cerebellar cell types. (A) Confocal maximum projection of a cerebellar cross section in a juvenile zebrafish
showing BrdU labeled GABA+ inhibitory neurons (white arrows) and BrdU+/GABA+/PV+ neurons (yellow arrows); (B) High magnification of a
single confocal plane showing a neuron co-localizing with BrdU and GABA (white arrow); (C) High magnification of a single confocal plane
showing a neuron co-localizing with BrdU, GABA and PV (white arrow); (D) Confocal maximum projection of a cerebellar cross section showing
BrdU labeled ZII+ Purkinje neurons (white arrows) and a Pax2+ Golgi neuron (yellow arrow); (E) High magnification of a single confocal plane
showing a Golgi neuron co-localizing with BrdU and Pax2 (white arrow); (F) Magnified single confocal plane showing Purkinje neurons co-
localizing with BrdU and ZII (white arrows); (G) A rare proliferating oligodendrocyte progenitor (PCNA/Olig2:egfp+) detected in the cerebellar
parenchyma (arrow); (H) A putative oligodendrocyte labeled with BrdU+and Olig2:egfp+ detected in the brain parenchyma six weeks after the
BrdU pulse; (I) Quantifications of the cell types produced in the cerebellum of juvenile and adult zebrafish after four weeks BrdU pulse chasing. A
significant decline of cerebellar inhibitory neuron and glia production between juvenile and adult stages is detected while granule cell
production declines during juvenile stages but is still maintained at a high level in the adult zebrafish (n = 5, P <0.001).
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stem and progenitor cell populations that give rise to
specific cell lineages are formed during early develop-
ment in the VZ and URL of the zebrafish cerebellum
[22,25,29]. In the juvenile and adult zebrafish, the cells of
the VZ and URL form a distinct structure, the cerebellar
progenitor niche, around the IVth ventricle (Figure 9). We
previously showed that progenitors in the URL and the
dorsomedial part of the IVth ventricle, the cerebellar
recessus, are separated from the rest of the ventricle
through morphogenetic movements and tissue growth
[19]. The stem and progenitor cells derived from the URL
are maintained dorsal to the recessus, while VZ derived
cells and progenitors are found ventral. By following and
quantifying the proliferative activity of the VZ and URL
progenitor populations we discovered that the prolifera-
tive activity and progenitor marker expression drastically



Figure 9 Summary of the cerebellar progenitors and the progenitor niche in zebrafish. (A) During larval and juvenile stages the URL and a
portion of the VZ together with a part of IVth ventricle (cerebellar recessus, CR) is displaced from the rest of the ventricle through tissue growth
(red opposing arrows). The neural progenitors in the URL (dorsal part) remain active throughout life, while the VZ progenitors (ventral part)
largely become quiescent in the adult. During larval and juvenile stages progenitors delaminate from the VZ into parenchyma. The highest
density of proliferating VZ progenitors is found at the interface of the caudal lobe (best seen in C); (B) Schematic view of the cellular
arrangement of the cerebellar progenitor niche. 1. Granule cell stem and progenitor cells (green) are found dorsal to the cerebellar recessus in
the URL. The granule precursors migrate to the GL and differentiate into granule neurons. 2. Ventricular zone derived progenitors (orange) are
found ventral to the recessus. Proliferating and differentiating VZ progenitors migrate to the cerebellar parenchyma during larval and juvenile
stages. Most of the cells in VZ of the mature cerebellum express glial and ependymal markers and display epithelial-like morphology. Bergmann
glia and inhibitory inter-neurons are produced at the interface between the URL and VZ. 3. Very rare progenitors reside in the cerebellar
parenchyma. (C) Schematic parasagittal view of the cerebellum and the distribution of progenitors; (D) The URL derived progenitors remain
active into adulthood, while the proliferative activity of VZ derived progenitors virtually is exhausted during juvenile stages. Purkinje neurons and
Eurydendroid cells are produced up to 1 month. In sexually mature zebrafish only few inhibitory neurons and glia are produced. Production of
granule neurons is maintained throughout life in zebrafish.
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declined in juvenile zebrafish before they reached sexual
maturity. This correlated with the diminished repertoire
of produced cell types. Our data suggest that neural
progenitors derived from the VZ turn into quiescent
epithelial-like glia or alternatively are exhausted (undergo
differentiation) during juvenile stages. The loss of prolifer-
ative activity of the VZ progenitors during juvenile stages
was directly linked to the diminished production and
repertoire of specific cell lineages in the adult cerebellum.
We detected only low production of Golgi, stellate cells,
Bergman glia and oligodendrocytes after extensive BrdU
pulse chase experiments in mature fish (<20 cells/brain of
respective cell type). Importantly, we did not find any new
Purkinje or eurydendroid cells in BrdU pulse chased
fish older than 3 months. In rodents, the VZ derived
progenitors of cerebellar inhibitory interneurons can be
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distinguished by their expression of Pax2 [35,36]. In agree-
ment with this, many of the Ptf1a:DsRed+ cells in the
cerebellar parenchyma co-localized with Pax2 in juvenile
fish, suggesting that many of the Ptf1a:DsRed+ at this time
point already were specified as progenitors of inhibitory
interneurons. Thus, the shift from the production of
Purkinje cells to Golgi and stellate cells that took place in
juvenile zebrafish was accompanied by the expression of
Pax2. Further, Bergman glia cells were preferentially pro-
duced lateral to the progenitor niche at the interface be-
tween the URL and VZ (Figure 7E). In contrast to the VZ
progenitors, the URL derived stem and progenitor cells
remained proliferatively active in the dorsal cerebellum
and a copious production of granule cells was detected in
adult and aging zebrafish. However, we detected a very
noticeable decline in the proliferative activity of the URL
progenitor and granule cells between the juvenile and
adult zebrafish. During mammalian development, diffe-
rent cerebellar cell types are produced in a strict temporal
order from increasingly committed progenitors. Purkinje
neurons and deep cerebellar nuclei neurons (eurydendroid
cell equivalents in teleost) are produced early during de-
velopment, while inhibitory inter-neurons, granule cells
and glia are produced late [27]. We could detect a similar
temporal order in zebrafish: Purkinje cells and eury-
dendroid cells were only produced during larval and
juvenile stages while inhibitory inter-neurons, granule
cells and glia still were produced in the adult zebrafish. It
is important to note that the relative ratio between diffe-
rent cell types, such as between granule and Purkinje cells,
changes during the life time of zebrafish. The granule cells
give rise to parallel fibers that ascend through the molecu-
lar layer where they synapse to the dendritic branches of
Purkinje cells and stellate cells [38]. The changing ratio
could have profound effects on the function of the cere-
bellar circuitry. We hypothesize that the limited number
of Purkinje cells may accommodate additional neuronal
input by increasing the available surface area for inter-
action by increased dendritic branching or by a general in-
crease in cell volume. Alternatively, the dendritic space
may initially not be fully occupied and the occupancy is
gradually filled when new granule cells are added. Taken
together, our results suggest that neural progenitor types
retain their specificity for distinct neuronal subtypes
throughout life in fish. We propose that only specific sub-
types of brain cells are continuously produced in the fish
brain. This further suggests that the production of specific
cell types could be differentially regulated during the life
time. In a wider sense this implies that the post-embryonic
neurogenesis in fish is linked to the production of particu-
lar neurons involved in specific brain functions, rather than
a general, indeterminate growth of the CNS and all of its
cell types. What the functional implications of the newly
produced cells are and how they are able to integrate and
reinforce specific neural circuits of the mature fish brain
remains to be studied.
During development of amniotes granule cell precur-

sors migrate from the URL to the cerebellar surface
where they transiently form a highly proliferative second
germinal zone, the external granule layer. A similar
structure is apparently lacking in zebrafish [19,31]. This
study elaborates on this by examining the cerebellar pro-
genitor populations in a wide range of larval and juvenile
stages. We did not detect a developmental or juvenile
phase where cells would pile up and form a transient
amplifying structure like the external granular layer in
birds and mammals. Sonic hedgehog acts as the major
mitogenic signal for granule precursors in the external
granule layer in birds and mammals [39,40]. However,
sonic hedgehog signaling is absent in the developing
zebrafish and dogfish (shark) cerebellum [31]. Atoh1
expression is hallmark of the external granule cell layer in
chick and mouse, and Atoh1 is crucial for the develop-
ment of granule cells. In zebrafish three Atoh1 paralogs
have been identified [25,31]. Interestingly, the Atoh1
paralogs are differently expressed during cerebellar devel-
opment [25,31]. Atoh1a and Atoh1b are expressed up to
larval stages, while Atoh1c starts to be expressed during lar-
val stages and is highly expressed in the juvenile zebrafish
and lowly in the adult cerebellum. However, none of them
are expressed in a structure reminiscent of an external
granule cell layer. Taken together, the morphological and
molecular data collectively suggest that the advent of a sec-
ondary zone of transient amplification (e.g., the external
granule cell layer) seems to be an amniote-specific develop-
mental adaptation because shark, teleost fish and frogs lack
an obvious external granule cell layer [19,31,41].
The lack of an obvious amplification layer further

suggests that the production of granule cells in zebrafish
is controlled on the level of the primary progenitors
[19]. Not much is known about signals that regulate pro-
liferation and differentiation of the primary progenitors
in the cerebellum. Fgf signaling is crucial during cerebel-
lar development. Fgf signaling components are expressed
in the cerebellum and Fgf signaling is required for the
maintenance and proliferation of the adult cerebellar
progenitors [19]. In the future it will be important to
identify mechanisms that coordinate the precise cellular
output in the zebrafish cerebellum. Although a transient
amplifying external granule layer as such does not exist in
the zebrafish many of the cellular and molecular attributes
are evolutionarily conserved [19,24,31]. The cerebellar
granule precursor in developing and adult zebrafish
express markers observed in external granule layer of
rodents and chick, such as Atoh1a-c, Zic1, Zic3, Pax6 and
NeuroD [24]. The granule cell migration pattern is well
conserved between zebrafish and rodents [19,27]. Initially
granule precursors migrate dorsally to the cerebellar
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surface from the germinative zone. During this stage
massive secondary amplification takes place and the exter-
nal granule layer is formed in rodents. In zebrafish dividing
cells can be detected but the amplification is minor and
no clearly discernible amplifying layer is formed. This is
followed by tangential and ventrolateral movements and a
final inwards migration into the granule cell layer. Overall,
the cerebellar development program is highly conserved in
vertebrates in terms of morphogenesis, cell migration, on-
togeny of cell types and expression of molecular markers.
Our results show that neural stem cells in zebrafish are

regionally specified during development as in rodents [1].
Furthermore, our results also support and favor the newly
proposed hypothesis of disposable neural stem cells, i.e.,
that stem and progenitor populations are gradually
exhausted [5] over the hypothesis suggesting that stem
cells are indefinitely maintained [43]. Overall, our data
supports the view that adult neural stem and progenitor
cells in general are diverse and restricted in potential over
the view of uniform stem cells with a broad potential. The
ability of zebrafish to regenerate tissues and organs such
as the retina, fin and heart is thought to depend on cellu-
lar de-differentiation and this has led to the idea that de-
differentiation is a crucial mechanism of regeneration
zebrafish [44]. However, we recently found that radial glia
act as the major progenitor population during neuronal
regeneration in the adult telencephalon of zebrafish [5].
Therefore, an important question for a future study is
whether the stem and progenitor cells that persist in the
cerebellum retain the capacity to produce all the cell types
after injury or whether other cellular mechanisms take
place. In general, the widespread adult neurogenesis along
the brain axis in zebrafish provides exciting potential as a
new powerful model for studying brain regeneration and
neuronal stem cell diversity. Understanding the molecular
basis of in vivo neural stem cell heterogeneity and plasti-
city in vertebrates may be of great relevance for future
therapeutical approaches. How new neurons integrate and
reinforce specific neural circuits in the zebrafish brain and
how this relates to the modulation of different behaviors
will also be an interesting avenue for future studies.

Conclusions
Our results in the zebrafish cerebellum show that neural
stem and progenitor cell types are specified early during
development and produce distinct cell lineages and sub-
types of brain cells. Therefore we propose that only spe-
cific subtypes of brain cells are continuously produced
throughout life in the teleost fish brain. This implies that
the post-embryonic neurogenesis in fish is linked to pro-
duction of particular neurons involved in specific brain
functions, rather than a general, indeterminate growth
of the CNS and all its cell types. Neural stem and pro-
genitor cells in zebrafish are regionally specified during
development as in rodents. Further, our data support the
proposed hypothesis of disposable neural stem cells, i.e.,
that stem and progenitor populations are gradually
exhausted. Overall, our data supports the view that adult
neural stem and progenitor cells in vertebrates may in
general be much more diverse and restricted in potential
than previously anticipated.

Methods
Zebrafish maintenance
Zebrafish were bred and maintained according to standard
procedures [45]. All animal procedures were approved by
the Regierungspräsidium Dresden (permit AZ 24D-9168
.11-1/2008-1 and −4). Wild type experimental fish were
from the gol-b1 line in the AB genetic background. The
fish were raised at a density of 50 to 60 fish per tank. The
larvae and juveniles were kept in 7 L mouse cages and
moved to 11 L glass tanks at 1 month of age. Fish of either
sex were used. For the quantifications and lesion experi-
ments: 1-month-old juvenile fish had a body length of
9 mm (± 0.5 mm), 3-month-old young adults of 19 mm
(± 1 mm) and 6-month-old adult fish of 30 mm (±2 mm).

Transgenic lines
To generate the Tg(−5.5Ptf1a:DsRed)ia6 transgenic line a
5.5 kb fragment of the promoter region of Ptf1a was
cloned upstream to DsRed2 in pT2AL200R150G vector
[46]; 25 to 100 pg of linearized vector DNA and 50 pg of
Tol2 transposase mRNA were injected into fertilized eggs
at one cell stage. F0 were raised and incrossed. F1 progeny
were identified by visual screening for DsRed expression.
The Tg(Nestin:egfp) zebrafish line expresses EGFP under
the control of 41 kb of the nestin locus and it is recapitu-
lating the endogenous expression of nestin [47].

BrdU labelling
To label cycling cells, zebrafish were immersed in 7.5 mM
BrdU (Sigma) solution [10]. BrdU was dissolved in E3
medium and the pH adjusted to 7.5.

Tissue preparation
Exposed brains in skull were fixed at 4°C overnight in 2
to 4% paraformaldehyde/0.1 M PB (pH 7.5). They were
washed twice with PB and transferred for decalcification
and cryoprotection to 20% sucrose/20% EDTA in 0.1M
PB (pH7.5). Brains were frozen in 7.5% gelatin/20% su-
crose and cut at 16 μm. Sections were stored at −20°C.

Immunohistochemistry
Immunohistochemistry was carried out as previously
described [48]. Briefly, primary and secondary anti-
bodies were incubated in PBS with 0.3% TX. Primary
antibodies were incubated overnight at 4°C and second-
ary antibodies for 1 h RT. The slides were then washed
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in PBS TX and mounted. We used primary antibodies
to parvalbumin (mouse, Chemicon, Mab1572, 1/5000),
neuroD1 (mouse, Abcam, ab60704, 1/2000), Pax6 (rabbit,
Babco, PRB-278P, 1/750), HU-C/D/Elavl3 (mouse,
Invitrogen, A-21271, 1/250), PCNA (mouse, clone PC
10, Dako cyto, 1/1000), S100β (rabbit, Dako cyto, Z
0311, 1/2000), GABA (rabbit, Sigma, A-2052, 1/10000),
Zebrin II/Aldolase C (mouse, kindly provided by Richard
Hawkes, 1/250), Pax2 (rabbit, Covance, PRB-276P, 1/750),
GFP (chick, mouse, Invitrogen, A10262, 1/1000), DsRed
(rabbit, Clontech, 632496, 1/1000), BrdU (rat clone BU1/
75 (ICR1), Serotec, MCA2060, 1/500). For detection Alexa
488, 555 and 633 conjugated secondary antibodies were
used (Invitrogen, 1/750).
In vivo imaging, image acquisition and processing
Live embryos or zebrafish were anesthetized with 0.1%
Tricaine (Sigma), mounted in 1.5% LMP agarose in embryo
medium 3 (E3) and imaged with a Leica TCS SP5 confocal
microscope using HCX APO L 20/0.5 NA, HCX APO L
40/0,8 NA, HCX APO L 63/0.9 NA dipping objectives.
Other images were taken with a Leica TCS-SP5 confocal
microscope using HC PL APO CS 20x/0.7 NA, HCX PL
APO 40/1.25 NA and HCX PL APO 63x/1.2 NA objectives.
To minimize cross-talk between the channels in multi col-
ored specimens sequential image acquisition was performed.
The images were processed using ImageJ v.1.44 (http://rsb.
info.nih.gov/ij/) and Adobe Photoshop CS4. Figures were as-
sembled using Adobe Photoshop CS4 and Corel Draw X3.
Quantification and statistical analysis
We quantified the number of BrdU+ cells in every fourth
section (16 μm) throughout the whole length of the cere-
bellar corpus. For the co-localization studies with cellular
markers, co-localization was verified by analyzing high
resolution confocal stacks. The optical sections were taken
with 0.5 to 1 μm intervals using 40× (1.25 NA) or 63× (1.2
NA) objectives. Data are presented as mean ± SD. For all
analyses a normal distribution of values was assumed.
Comparison between the groups was made by unpaired
two-tailed Student’s t-test or one-way ANOVA analysis
with Tukey's Multiple Comparison post-test. A P value
<0.05 was considered to be statistically significant. Statis-
tical analysis was performed with GraphPad Prism 4.03.

Abbreviations
IVth V: IVth ventricle; CR: Cerebellar recessus; GL: Granule cell layer;
ML: Molecular layer; PL: Purkinje cell layer; URL: Upper rhombic lip;
VZ: Ventricular zone.

Competing interests
The authors declare no financial competing interests or other conflict of
interest.
Authors’ contributions
JK designed and performed the experiments and wrote the manuscript. VK
co-performed experiments and co-wrote the paper. MB directed the
research, co-designed the experiments, co-wrote the paper and secured the
funding for this research. AF and FB designed and made the Tg(−5.5Ptf1a:
DsRed) transgenic line and commented on the manuscript. All authors read
and approved the final manuscript.

Acknowledgements
We thank M. Geffarth, A. Machate, S. von Kannen and the Biotec-TUD
zebrafish facility for excellent technical support. We thank S. Hans, D.
Freudenreich, J. Ganz, M. Änkö, C. Kizil, G. Weidinger and G. Kempermann for
comments on the manuscript. This work was supported by grants from the
Deutsche Forschungsgemeinschaft (SFB 655-A3), the European Union
(ZF-Health) and a CRTD seed grant to MB.

Author details
1Biotechnology Center and Center for Regenerative Therapies Dresden,
Dresden University of Technology, Fetscherstr. 105, Dresden 01307, Germany.
2Australian Regenerative Medicine Institute, Monash University, Wellington
Road, Melbourne 3800, Australia. 3Dipatimento di Biologia dell’Università
degli Studi di Padova, Via U. Bassi 58b, Padova 35131, Italy.

Received: 14 December 2012 Accepted: 11 April 2013
Published: 4 May 2013

References
1. Merkle FT, Mirzadeh Z, Alvarez-Buylla A: Mosaic organization of neural

stem cells in the adult brain. Science 2007, 317:381–384.
2. Kelsch W, Mosley CP, Lin CW, Lois C: Distinct mammalian precursors are

committed to generate neurons with defined dendritic projection
patterns. PLoS Biol 2007, 5:e300.

3. Hack MA, Saghatelyan A, de Chevigny A, Pfeifer A, Ashery-Padan R, Lledo
PM, Gotz M: Neuronal fate determinants of adult olfactory bulb
neurogenesis. Nat Neurosci 2005, 8:865–872.

4. Shen Q, Wang Y, Dimos JT, Fasano CA, Phoenix TN, Lemischka IR, Ivanova
NB, Stifani S, Morrisey EE, Temple S: The timing of cortical neurogenesis is
encoded within lineages of individual progenitor cells. Nat Neurosci 2006,
9:743–751.

5. Encinas JM, Michurina TV, Peunova N, Park JH, Tordo J, Peterson DA, Fishell
G, Koulakov A, Enikolopov G: Division-coupled astrocytic differentiation
and age-related depletion of neural stem cells in the adult
hippocampus. Cell Stem Cell 2011, 8:566–579.

6. Birse SC, Leonard RB, Coggeshall RE: Neuronal increase in various areas of the
nervous system of the guppy, Lebistes. J Comp Neurol 1980, 194:291–301.

7. Brandstatter R, Kotrschal K: Brain growth patterns in four European
cyprinid fish species (Cyprinidae, Teleostei): roach (Rutilus rutilus), bream
(Abramis brama), common carp (Cyprinus carpio) and sabre carp
(Pelecus cultratus). Brain Behav Evol 1990, 35:195–211.

8. Kaslin J, Ganz J, Brand M: Proliferation, neurogenesis and regeneration in
the non-mammalian vertebrate brain. Philosophical Transactions of the
Royal Society of London 2008, 363:101–122.

9. Zupanc GK, Hinsch K, Gage FH: Proliferation, migration, neuronal
differentiation, and long-term survival of new cells in the adult zebrafish
brain. J Comp Neurol 2005, 488:290–319.

10. Grandel H, Kaslin J, Ganz J, Wenzel I, Brand M: Neural stem cells and
neurogenesis in the adult zebrafish brain: origin, proliferation dynamics,
migration and cell fate. Dev Biol 2006, 295:263–277.

11. Adolf B, Chapouton P, Lam CS, Topp S, Tannhauser B, Strahle U, Gotz M,
Bally-Cuif L: Conserved and acquired features of adult neurogenesis in
the zebrafish telencephalon. Dev Biol 2006, 295:278–293.

12. Tozzini ET, Baumgart M, Battistoni G, Cellerino A: Adult neurogenesis in the
short-lived teleost Nothobranchius furzeri: localization of neurogenic
niches, molecular characterization and effects of aging. Aging Cell 2012,
11:241–251.

13. Kuroyanagi Y, Okuyama T, Suehiro Y, Imada H, Shimada A, Naruse K, Takeda
H, Kubo T, Takeuchi H: Proliferation zones in adult medaka (Oryzias
latipes) brain. Brain Res 2010, 1323:33–40.

14. Ekstrom P, Johnsson CM, Ohlin LM: Ventricular proliferation zones in the
brain of an adult teleost fish and their relation to neuromeres and
migration (secondary matrix) zones. J Comp Neurol 2001, 436:92–110.

http://rsb.info.nih.gov/ij/
http://rsb.info.nih.gov/ij/


Kaslin et al. Neural Development 2013, 8:9 Page 15 of 15
http://www.neuraldevelopment.com/content/8/1/9
15. Ganz J, Kaslin J, Hochmann S, Freudenreich D, Brand M: Heterogeneity and
Fgf dependence of adult neural progenitors in the zebrafish
telencephalon. Glia 2010, 58(11):1345–1363.

16. Marz M, Chapouton P, Diotel N, Vaillant C, Hesl B, Takamiya M, Lam CS, Kah O,
Bally-Cuif L, Strahle U: Heterogeneity in progenitor cell subtypes in the
ventricular zone of the zebrafish adult telencephalon. Glia 2010, 58:870–888.

17. Lindsey BW, Darabie A, Tropepe V: The cellular composition of neurogenic
periventricular zones in the adult zebrafish forebrain. J Comp Neurol
2012, 520:2275–2316.

18. Alunni A, Hermel JM, Heuze A, Bourrat F, Jamen F, Joly JS: Evidence for
neural stem cells in the medaka optic tectum proliferation zones.
Dev Neurobiol 2010, 70:693–713.

19. Kaslin J, Ganz J, Geffarth M, Grandel H, Hans S, Brand M: Stem cells in the
adult zebrafish cerebellum: initiation and maintenance of a novel stem
cell niche. J Neurosci 2009, 29:6142–6153.

20. Ito Y, Tanaka H, Okamoto H, Ohshima T: Characterization of neural stem
cells and their progeny in the adult zebrafish optic tectum. Dev Biol 2010,
342:26–38.

21. Chapouton P, Skupien P, Hesl B, Coolen M, Moore JC, Madelaine R,
Kremmer E, Faus-Kessler T, Blader P, Lawson ND, Bally-Cuif L: Notch activity
levels control the balance between quiescence and recruitment of adult
neural stem cells. J Neurosci 2010, 30:7961–7974.

22. Volkmann K, Rieger S, Babaryka A, Koster RW: The zebrafish cerebellar
rhombic lip is spatially patterned in producing granule cell populations
of different functional compartments. Dev Biol 2008, 313:167–180.

23. Bae YK, Kani S, Shimizu T, Tanabe K, Nojima H, Kimura Y, Higashijima S, Hibi
M: Anatomy of zebrafish cerebellum and screen for mutations affecting
its development. Dev Biol 2009, 330:406–426.

24. Kaslin J, Brand M: Cerebellar development and neurogenesis in zebrafish. In
Handbook of the Cerebellum and Cerebellar Disorders. Edited by Manto M, Gruol
D, Schmahmann J, Koibuchi N, Rossi F. New York: Springer Science; 2012.

25. Kani S, Bae YK, Shimizu T, Tanabe K, Satou C, Parsons MJ, Scott E,
Higashijima S, Hibi M: Proneural gene-linked neurogenesis in zebrafish
cerebellum. Dev Biol 2010, 343:1–17.

26. Carletti B, Rossi F: Neurogenesis in the cerebellum. Neuroscientist 2008,
14:91–100.

27. Altman J, Bayer SA: Development of the Cerebellar System: In Relation to its
Evolution, Structure, and Functions. Boca Raton: CRC Press; 1997.

28. Koster RW, Fraser SE: Direct imaging of in vivo neuronal migration in the
developing cerebellum. Curr Biol 2001, 11:1858–1863.

29. Elsen GE, Choi LY, Millen KJ, Grinblat Y, Prince VE: Zic1 and Zic4 regulate
zebrafish roof plate specification and hindbrain ventricle
morphogenesis. Dev Biol 2008, 314:376–392.

30. Volkmann K, Chen YY, Harris MP, Wullimann MF, Koster RW: The zebrafish
cerebellar upper rhombic lip generates tegmental hindbrain nuclei by
long-distance migration in an evolutionary conserved manner. J Comp
Neurol 2010, 518:2794–2817.

31. Chaplin N, Tendeng C, Wingate RJ: Absence of an external germinal layer
in zebrafish and shark reveals a distinct, anamniote ground plan of
cerebellum development. J Neurosci 2010, 30:3048–3057.

32. Hoshino M, Nakamura S, Mori K, Kawauchi T, Terao M, Nishimura YV, Fukuda A,
Fuse T, Matsuo N, Sone M, et al: Ptf1a, a bHLH transcriptional gene, defines
GABAergic neuronal fates in cerebellum. Neuron 2005, 47:201–213.

33. Pascual M, Abasolo I, Mingorance-Le Meur A, Martinez A, Del Rio JA, Wright CV,
Real FX, Soriano E: Cerebellar GABAergic progenitors adopt an external
granule cell-like phenotype in the absence of Ptf1a transcription factor
expression. Proc Natl Acad Sci USA 2007, 104:5193–5198.

34. McFarland KA, Topczewska JM, Weidinger G, Dorsky RI, Appel B: Hh and
Wnt signaling regulate formation of olig2+ neurons in the zebrafish
cerebellum. Dev Biol 2008, 318:162–171.

35. Weisheit G, Gliem M, Endl E, Pfeffer PL, Busslinger M, Schilling K: Postnatal
development of the murine cerebellar cortex: formation and early
dispersal of basket, stellate and Golgi neurons. Eur J Neurosci 2006,
24:466–478.

36. Maricich SM, Herrup K: Pax-2 expression defines a subset of GABAergic
interneurons and their precursors in the developing murine cerebellum.
J Neurobiol 1999, 41:281–294.

37. Ben-Arie N, Bellen HJ, Armstrong DL, McCall AE, Gordadze PR, Guo Q,
Matzuk MM, Zoghbi HY: Math1 is essential for genesis of cerebellar
granule neurons. Nature 1997, 390:169–172.
38. Butler AB, Hodos W: Comparative Vertebrate Neuroanatomy. 2nd edition.
New York: John Wiley & Sons; 2005.

39. Dahmane N, Ruiz I, Altaba A: Sonic hedgehog regulates the growth and
patterning of the cerebellum. Development 1999, 126:3089–3100.

40. Wechsler-Reya RJ, Scott MP: Control of neuronal precursor proliferation in
the cerebellum by Sonic Hedgehog. Neuron 1999, 22:103–114.

41. Gona AG: Autoradiographic studies of cerebellar histogenesis in
thebullfrog tadpole during metamorphosis: the external granular layer.
J Comp Neurol 1976, 165:77–87.

42. Ampatzis K, Dermon CR: Sex differences in adult cell proliferation within
the zebrafish (Danio rerio) cerebellum. Eur J Neurosci 2007, 25:1030–1040.

43. Bonaguidi MA, Wheeler MA, Shapiro JS, Stadel RP, Sun GJ, Ming GL, Song H:
In vivo clonal analysis reveals self-renewing and multipotent adult
neural stem cell characteristics. Cell 2011, 145:1142–1155.

44. Poss KD: Advances in understanding tissue regenerative capacity and
mechanisms in animals. Nature reviews 2010, 11:710–722.

45. Brand M, Granato M, Nuesslein-Volhard CDR: Keeping and raising
zebrafish. In Zebrafish: A Practical Approach. Edited by Nuesslein-Volhard
CDR. Oxford: Oxford University Press; 2002.

46. Kawakami K, Takeda H, Kawakami N, Kobayashi M, Matsuda N, Mishina M: A
transposon-mediated gene trap approach identifies developmentally
regulated genes in zebrafish. Dev Cell 2004, 7:133–144.

47. Hans S, Kaslin J, Freudenreich D, Brand M: Temporally-controlled site-specific
recombination in zebrafish. PLoS One 2009, 4:e4640.

48. Kaslin J, Nystedt JM, Ostergard M, Peitsaro N, Panula P: The orexin/
hypocretin system in zebrafish is connected to the aminergic and
cholinergic systems. J Neurosci 2004, 24:2678–2689.

doi:10.1186/1749-8104-8-9
Cite this article as: Kaslin et al.: Development and specification of
cerebellar stem and progenitor cells in zebrafish: from embryo to adult.
Neural Development 2013 8:9.
Submit your next manuscript to BioMed Central
and take full advantage of: 

• Convenient online submission

• Thorough peer review

• No space constraints or color figure charges

• Immediate publication on acceptance

• Inclusion in PubMed, CAS, Scopus and Google Scholar

• Research which is freely available for redistribution

Submit your manuscript at 
www.biomedcentral.com/submit


	Abstract
	Background
	Results
	Conclusions

	�Background
	Results
	Nestin:egfp+ and Ptf1a:DsRed+ cell populations form complementary abutting cell populations in the cerebellar primordium
	The proliferative activity of the URL is maintained into adulthood
	Loss of proliferative activity of VZ progenitors takes place from the juvenile to adult stages
	Nestin:egfp, Ptf1a:DsRed and Olig2:egfp expressing progenitors give rise to distinct lineages of cells in the cerebellum
	Not all cerebellar cell types are homeostatically produced throughout life in zebrafish

	Discussion
	Conclusions
	Methods
	Zebrafish maintenance
	Transgenic lines
	BrdU labelling
	Tissue preparation
	Immunohistochemistry
	In vivo imaging, image acquisition and processing
	Quantification and statistical analysis
	Abbreviations

	Competing interests
	Authors’ contributions
	Acknowledgements
	Author details
	References

