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Following publication of the original article [1], the 
authors identified an error in Fig. 6. The correct figure is 
shown on the following page.

The original article has been corrected.
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Fig. 6  Temporal changes in marker composition. The Seurat algorithm of reciprocal-PCA allows to find matched populations of cells across our 
differently aged samples enabling the differential gene expression analysis of a given cell type at 1, 24 and 48 h age. a Same UMAP plot as in Fig. 1b, 
but separated per stage, showing the matched clusters when present. The numbering of the clusters is the same as in Fig. 1b. 1 h, 24 h, 48 h, refer 
to age in hours post hatching and prior to dissection. b Dotplot depicting the topmost temporally varible genes for mature neurons. Chol N: 
Cholinergic neurons, GABA N: Gabaergic neurons, KCs: Kenyon cell neurons, Dopa N: Dopaminergic neurons, Pept N: Peptidergic neurons, Serot N: 
Serotoninergic neurons, Octop N: Octopaminergic neurons. c Dotplot depicting the topmost temporally varible genes for glial subclasses. Cortex G: 
Cortex glia, Enshea G: Ensheathing glia, Astro G: Astrocyte glia, Surf G: Surface glia


	Correction: A single-cell transcriptomic atlas of complete insect nervous systems across multiple life stages
	References


